




















D. Bondi et al. Molecular Genetics and Metabolism 140 (2023) 107705

Avg node degree = 2.88
g?@l] m@ Avg local clustering coeff. = 0.51 e W@ I] A ° A
PPI enrichment p-value < 0.001
Edge density = 6% Hsny
MCL inflation parameter = 1.5

.
? ey
© Hmw,

o™
‘ Functions

M cytokine activity

W cell chemotaxis

muscle cell proliferation
humoral immune response
acute inflammatory response

striated muscle cell differentiation

HE B B RN

skeletal muscle tissue regeneration

Note: OSTN was disconnected and greatly distant,
so that it was removed from the network

GERNGMANIA B

Avg node degree = 2.33

Avg local clustering coeff. = 0.32
PPI enrichment p-value < 0.001
Edge density = 10%

MCL inflation parameter = 1.9

@@ @ @ Functions

B cytokine activity
° M muscle cell proliferation
@ skeletal muscle tissue regeneration
M cell chemotaxis

Note: OSTN was disconnected and greatly distant,
so that it was removed from the network

STRING GERNGMANIA C

IGEBRS Avg node degree = 2.8 @
Avg local clustering coeff. = 0.61 @
PPl enrichment p-value = 0.001 @
Edge density = 31%
MCL inflation parameter = 2.2 e
IGF1

IGFBP6

FGF21 @ @
IGF1R£
Functions

@ B insulin-like growth factor binding
M insulin-like growth factor receptor signaling pathway

growth factor binding

Note: OSTN was disconnected and greatly distant, so that it was removed from the network

Fig. 3. Graphical results of network analysis conducted on STRING and GeneMANIA on both Model 1 (A), Model 2 (B), and Model 3 (C). The lists used as queries can
be retrieved from Supplementary Table 1.















